The first genetic evidence suggesting that the Asian anthropophilic blood flukes presently referred to Schistosomajaponicum may be a group of sibling species was provided by Fletcher et al. (1980, Malacological Review Supplement 2:113-122). They compared laboratory strains of S. japonicum from China, Taiwan, Japan, and the Philippines and found the Chinese strain to be most distinctive. The very large genetic distance found between the Chinese S. japonicum and the others was suspect, however, because only 10 loci were studied and the Chinese worms were laboratory descendents of Vogel's 1928 Kofu Province isolate and possibly were no longer representative of naturally occurring schistosomes. A subsequent study of 12-18 loci of Asian Schistosoma confirmed the species status of an undescribed anthropophilic Malaysian fluke related to S. mekongi and, in the case of Philippine S. japonicum, revealed no differences between strains from Leyte Until it is shown that the clonal nature of these strains is due to parthenogenesis, we will assume that dioecious S. japonicum is amphimictic and that Nei's D is, accordingly, an appropriate measure of genetic divergence. To interpret the observed genetic distance, we may compare it to other values reported for this genus (Fig. 1) The evidence indicates that S. japonicum may thus comprise a superspecies complex with several component allopatrically distributed semispecies. Taxonomic revision is premature, however, until comparative genetic data are available for schistosomes from Japan, Taiwan, and additional sites in China, until mode(s) of reproduction are better established, and until all other relevent evidence is considered. Nevertheless, those working on diagnosis, treatment, and control techniques (involving antibodies, vaccines, and drugs) for schistosomiasis should be aware that the Chinese and Philippine strains have already diverged at a third of their structural gene loci and are nearly twice as distinct as, for example, man and the chimpanzees.
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